Hormonal and transcriptional profiles highlight common and differential host responses to two arbuscular mycorrhizal fungi and the regulation of the oxylipin pathway. JA Lopez-Raez, A Verhage, I Fernandez, JM Garcia, C Azcon-Aguilar, V Flors, and MJ Pozo SUPPLEMENTARY DATA
Genes involved in the metabolism and signaling of jasmonates, abscisic acid (ABA), ethylene (ET) and salicylic acid (SA) and present in the Affymetrix GeneChip Tomato Genome Array are shown. Data are expressed as fold-change in expression levels compared to the nonmycorrhizal control roots according to the microarray analysis. nd indicates non-detected expression. 
